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CLA1MS 

a polypeptide havingthe ^^3^°.^-- the amino acid sequence can have 
aml „o add sequence correspond to 8MB . ^^n, „ SEQ ID NO:1. 

u p ,„ 35 consecutive amino acidsselected from he * ^ fc substantia „ y 

2 P Th e compound o, Cairn 1 wheLn the com^u «* « 
M** <»a. Proved h, nU up «o 30, 25. 20, 15, or 10 

consecutive amino acids selected ftom the sequen 
5 The compound of ciairrn, » 'uuu y 

NO:9 which retain bone stimulatory akvity in mamma s. ^ ^ ^ 

6 . The compound o, .aim 5, where, the compoun * from ,„e 

sequence corresponding to SEQ ID ru d consist of up to 20 

and ^rein a said sequence ^p^ ,„ SEQ ID NO, and 

consecutive amino adds "^VT^. and wherei „ a said sequence from which the 
conjugates o. one or more amin0 adds seiected from the 

potypeptide is derived can ^ c0 „ jugates 0 , one or more selected sequences; 

sequence corresponding to SEO Hp, 9 „ de „ ved Mn consis , of up to 10 

and wherein a said ^^^J^ corresponding to SEO » MO, and 
consecutive amino acids selected frortr the seq 

coniugates o< one or more selected s +^* . tide having an amino acid 

7. The compound of ctaim 3, wherem he compoun ,s P » ^ ^ ^ ^ ^ 
sequence seiected fromtha, correspoAd.ns , to SEQ ^ gf£Q ID MO:42; SEO ID M0.43; 

option ot the side chain ^ wlth SEQ ID MO, 
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,e„ 8t ,an<co* 9 a t es t ^ 

•4w cfo ID NO:ll or wherein the corny about 42 % 

homology with Stu iu iw. i h - roin the compound can nave u H 

a* in ength, and conjugates thereof, and wh^n J ^ e up t0 ab ou, 16 

a *enca homology - 4 » ^ - ^ ^ -P°- «» *" * f 
aml „„ a cid, In length, and the compound is a polype^ up » 

oroa seauence homology with SEQ io nu. , 

lou 0 amino acids in lengind con,uga,es , er * . ^ the 

charge distribution of the side cU charges P™ 0 „ at position number 2 3, 6 

*C ID NO* and inciuding - 4- «" "" ^J " sequence derived H SEQ ID NO* 
! r 9; herein me polype^ s—ns thereof which retain Pone 

SEQ ID NO:41 , SEQ ID NO;42, or SEQ ID NO. 

stimulate* activity in mammal, \ ^spending to SEQ ID NO:1 or SEQ 

! , a polypeptide comprising an imino aord seq ^ o( SEQ ID 

D N0 P 3 with (a, from one fo abouiour 4 amrno * * ^ ^ me ^ o, SEQ ID 
N 0,orSEQI D NO : 3.(P,one.oaU - ally eq uiva,en, homologue whic 
NO-1 or SEQ ID NO:3, or both (a) and (b), or at ^ an am ,„ 0 ac , d 

prcmotes bone growth in *^ ' lou, four 4 amino acids deleted from 

sequence corresponding to SEQ Id!no^4 «*» * de , eted from tbe C-tenrrmus of 

SEQ ID NO:4. or both (a) and (b>; ^prise an amino acid sequence 

gro wth in mammals; and wherein ^ fclpouTfour 4 amino acids deleted from the N- 
corresponding fo SEQ ID NO:S A W«£ (I()nl the c te rm,nus o, SEQ ID 

.emtinus o, SEQ ID NO*, 04 "P W^T „, homologue which promotes bone 9 - 
no .5, or both (a) and <b); or a funnily ^en, „„„„ t0 

mammals; and wherein the polypepOca n comp. ^ a „ sEQ ID 

: ^ ,0 NO:6 with W up , ^HT^tl-« c, SEQ ID NO,, or both (a, and 
NO-6 (b) up to about 5 amino acrds deleted W « . p mammals; and 

— liy equivalent homoloL "-s ^ (0 sEQ ID NO, 

ILrein the polypeptide can ^t£^ J^inus o, SEQ ID NO:7, (b, up to 

(a, up to about four 4 amino NO;4 of „ om (a) and (b); or a 

atJ „u, 1 amino acids deleted from ,h cjmnu mammals; and wh ere,n he 
fu „cionally equivalent homoiogue corresponding to SEO ID NO* * <° 
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rz \ — rr~.~ 

zbzzsezz:- 

NO ,29 or SEQ ID NO:54 ^ an ^ acia sequence corresponding to 

15 A polypeptide of clam 14lcons.stmg dnva , ives thereof. 

SEQ ,0 NO:29 or SEQ ID NO 54, includ.ng P' ' ^ ™ , he amin „ „* sequence 

6 Apolypeptideofcla^ 

3000. or from abou, 1000 to 2000. 30 amin0 acid s in length which firs. 

17 . AM POW^ haVi " 9 iTTa second polypeptide comprising an amino acid 
polypeptide is sufficiently <*fc * JSo* - « » * 22 

sequence corresponding to «b ID NO.1 or SEQ ^ ^ ^ one l0 about 22 

Jino acids deleted from the twermmus of SEQ ID |Q NO . 3 0rb0th (a) and 

a mmo adds de,e,ed from fhe cU« - ^« » ^ ^ . encoded by a DMA 

a functionally equivalent homolofeue thereof ^ p0 , ypepMe . 

18 . A polypeptide which is a corlse rvahveiy ^ ^ in mam ma,s and wh,ch 

19 . a synthetic polypeptide havL ,n v,vo ,to n s, m r^ ^ ^ , s at 
incases mineral content in bonis o, ide „, ir ,ea as SEQ ID NO, and 
,eas, abou. 19% ccnsewed In „ W « < »£™ equ , alert homologue; or a 
having at leas, one amino acid deWed "™°<™- ^ „ „ , ea s, about 22% 
^sUcPolypePtide-ino^^ 

conserved in relation to the amino" Wl ^ ide whic h is at least abou. 25 A 

0 „e amino «* deleted ^4^-* e ld as SEQ ID NO:1 and having a, leas, 
conserved in relation to the am,^ polypeptide having an amino acd 

one amino add deleted .o the amino acid sequence iden*d 

sequence which is at least about 28*. conse 

rr-^T" 

said sequence. \ ^ We has a molecular weight in the range off 

1000 to 1500. \ ammo acid s sufficiently duplicative of a second 

22. A first polypeptide comprising a seqienceo ^ ^ ^ po|ypepMe „ 

polypeptide comprising an amino acd sequence 



i 
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encoded >, a DNA tnatW — stringent condKons * DNA encoding tite second 

27 TheVe o. a compound « claim 1 , for the treatment of osteoporos,s. 

» T ui o, a poiypeptide o, Caim to promote bone growth ,n a mamm i. 

30. A diagnck kit for determining the presence o. a poiypept.de of ^ 

polypeptide; \ „ roccinn w PCt0 r to obtain a recombinant DNA 

negative,, charged amino acids, wherein the rema.n.ngN am n . - no p ^ ^ 

Responding to me amino acid seguence identified as SEck, 
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36 \he polypeptide of claim 35, wherein q = 10, 5 or 0. 

37 Th\ polypeptide of claim 35 wherein each of the remaining amino acids is selected from the 
group consisting of glycine, alanine, valine, isoleucine, serine, threonine, methionine, asparagine 
and glutarmne. 

38. The polypeptide of claim 35, wherein the residue numbered n + 8 is cysteine, serine, tyrosine 
or alanine. 

\ claim 35, wherein the residue numbered n is arginine. 
|claim 35, wherein the residue numbered n + 1 is alanine or threonine, 
i V claim 35; wherein the residue numbered n + 2 is alanine, asparagine, or 



: claim 35, wherein the residue numbered n + 3 is glutamic acid. 



39. The polype 

40. The polypep 

41 . The polypepti 
glutamine 

42. The polypepti 

U. The polypeptide oVclaim 35/ wherein the residue numbered n + 4 is histidine. 
# The polypeptide of kirn 35,wherein the residue numbered n + 5 is threonine or alanine. 
4- The polypeptide of claim 35; wherein the residue numbered n + 6 is glycine or alanine. 
$. The polypeptide of clafa 35, wherein the residue numbered n + 7 is glutamic acid or 
asparatic acid. \ 

$f. The polypeptide of claim 35, wherein the residue numbered n + 9 is lysine. 
$ The polypeptide of claim 3s\wherein the residue numbered n + 8 is serine. 



